tween R. perezi (genome PP) and either R. ridibunda (e.g. Graf et al., 1977) , or R. kl. esculenta (e.g. Araño et al., 1994) . In the P-G system (analogous to the L-E system), hybridogenetic lineages are restored at each generation through matings of the hybridogen R. kl. grafi with R. perezi, as R. kl. grafi transmits only its ridibunda genome to haploid gametes (Graf and Polls-Pelaz, 1989) .
A recent study evidenced that the grafi complex (R. perezi, R. kl. grafi) and the esculenta complex (R. ridibunda, R. lessonae, R. kl. esculenta) are in contact in South-Western France (Pagano et al., 2001a; b) , through a single population where a sympatry has been found between R. lessonae and R. perezi. Moreover, in this population hybridization events were identified between these two taxa. (LP hybrids; Pagano et al., 2001b) . This situation was unexpected because 1) the Southern limit of the range distribution for R. lessonae was previously located to Central France (hundred kms more in the North), 2) this population appears very isolated from the other Northern populations and 3) because no other R. lessonae populations were identified in water frog surveys in Southern France (excepted a single (introduced?) individual identified in Camargue; Schmeller, 1999). Thus, this R. lessonae population may appear either as an anthropic population (introduction) or as a relic of the past distribution of R. lessonae.
Thus, the aims of our study were to investigate water frog populations in South-Western France in order to determine i) if other R. lessonae populations occur in this zone, ii) if sympatry between R. lessonae and R. perezi can be found in other sites, iii) to check if other LP Short Notes hybrids occur and iv) to determine to what extent taxon composition conformed to pure populations and persisting hybridogenetic systems or to "assemblages".
Most sampling was performed at night during the breeding season (from 2002 to 2004) . A total of 150 adults frogs were sampled in 9 different localities (Table 1) . Because morphometrical identification of water frog is not fully efficient at least in France (Pagano and Joly, 1999; Lodé and Pagano, 2000) , taxonomic identification was performed using 4 allozymic specific markers (Hotz, 1983; Beerli, 1994) : lactate dehydrogenase (LDH-B; E.C. 1.1.1.27), glycerol-3-phosphate dehydrogenase (αGDH; E.C. 1.1.1.8), s-adenosyl-l-homocysteine hydrolase (AHH; E.C. 3.3.1.1), phosphoglucomutase (PGM-2, E.C. 2.7.5.1). As introgression may arise (Pagano & Schmeller, 1999, Schmeller et al., in press) and induce errors in genetic identification, the frogs that doesn't exhibit a fully correct identification for the four genetic markers were discard from our analysis. The water frog distribution range discussed herein is based on scientific publications where distinction between taxa is more accurate and justified rather than on maps drawn by herpetological societies because the latter are built on data that can be invalid (lack of description of identification methods, difficulty of taxonomic identification by naturalists, and lack of genetic validation of data).
According to their genotypes regarding allozymic specific markers, the 150 frogs belonged to the 5 following taxa: Rana perezi (71.3% of the captures), R. lessonae (10.6%), R. kl. grafi (8.6%), R. kl. esculenta (8%) and R. ridibunda (1.3%) but no LP hybrid were identified (table 1) . 3 new R. lessonae populations were found in South-Western France from which two were in sympatry with R. perezi. Two new assemblages were identified: 1) L-P-E and L-P-E-G (table 2) . Hybridogenetic systems or pure populations were found in 5 ponds while assemblages -that constitute unstable systemsin 3 ponds.
Presence of R. lessonae populations
The main result of our study is the confirmation of R. lessonae's presence in South-Western France with 3 additional populations to the single one recorded in Bayonne by Pagano et al. (2001b;  fig. 1 ), one in a typical L-E system, and two others in situation of sympatry with R. perezi. Thus, the distribution area of R. lessonae is greater than previously thought. Indeed, R. lessonae was previously considered as absent from Southern France (e.g. Graf and PollsPelaz, 1989 and review of recent investigations
